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Ukladani a dolovani informaci z lidského genomu pro | Storing and mining information from the human genome for
potieby vyzkumu a pro personalizovanou medicinu vytvari | research purposes and for personalized medicine creates a
potiebu vhodného a specifického zplisobu ulozeni. | need for suitable and specific storage methods. Due to the
Vzhledem k citlivosti a velikosti genomickych dat, jejich | sensitivity and size of genomic data, its storage requires a
uloZeni vyZaduje komplexni piistup, ktery umoziiuje | comprehensive approach that enables anonymization,
anonymizaci, Sifrovani, kompresi a rychlé vyhledavani a | encryption, compression, and rapid search and analysis. In
analyzu. Navic s vyuzitim pokro¢ilych metod strojového | addition, using advanced methods of machine learning and
uceni a um¢lé inteligence je vhodné data transformovat do | artificial intelligence, it is convenient to transform the data
vektorovych formatd, které urychli poéitacovou analyzu | into vector formats, which will speed up the computer
dat. analysis of the data.

Cilem diserta¢ni prace je vyvoj novych metod a piistupt | The aim of the dissertation is the development of new
pro ukladani genomickych dat. V prvnim roce studia si | methods and approaches for storing genomic data. In the first
student na zakladé reSerSe, osobnich preferenci a katederni | year of study, the student chooses a specific area of focus for
spoluprace s odbornymi pracovisti vybere konkrétni oblast | their dissertation on the basis of research, personal
zaméfeni své diserta¢ni prace. Nasledné navrhne a aplikuje | preferences and departmental cooperation with specialist
konkrétni ulohy anonymizace, vyhledani, porovnani, | workplaces. Subsequently, the student will design and apply
analyzy ¢i nasazeni metod strojového uéeni nebo umélé | specific tasks of anonymization, search, comparison,
inteligence a ovéii vyhody navrhovaného feseni. analysis or deployment of machine learning or artificial
intelligence methods and will verify the advantages of the
Metody ukladani lidského genomu umozni jejich aplikaci | proposed solution.

v asistivnich technologiich, jako jsou interpretacni
asistenti, vefejné genomické databaze &i nastroje pro | The methods of storing the human genome will allow their

lidského genomu pro aplikace v asistivnich technologiich
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Human genome storage for applications in assistive technologies

= personalizovanou medicinu, coz jsou domény spoluprace | application in assistive technologies, such as interpretation
o FBMI CVUT, primyslovych a klinickych pracovist. assistants, public genomic databases or tools for personalized
‘:‘:’ medicine, which are the domains of cooperation between
=) FBMI CTU, industrial and clinical workplaces.




